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[Accession No.] filtixhcsl (BEanfd) e & OFR[FEIME
o moR %)
Al & [AY559429] Porphyrobacter donghaensis strain SW-158 o-Proteobacteria 100
A2 TH [AJ556799] Comamonadaceae bacterium MWH55 - Proteobacteria 98
A3 75 BH [DQ241397] Leptothrix sp. S1.1 - Proteobacteria 96
A4 H [AJ007857] Mesorhizobium sp. HB5A4 o~ Proteobacteria 100
Ab Bk [AJ007857] Bosea thiooxidans strain DSM9653 o- Proteobacteria 94
B1 H [AB162081] Denitrifying bacterium W49b o- Proteobacteria 99
B2 TH [AJ556799] Comamonadaceae bacterium MWH55 B-Proteobacteria 97
B3 P [AF235997] Alpha proteobacterium FO813 o~ Proteobacteria 100
B4 ZH [AY826639] Acidovorax sp. '6.5 MW-10' B-Proteobacteria 100
B5 H [AJ864853] Afipia sp. J44 isolate J44 o- Proteobacteria 99
B6 H [AY568510] Afipia massiliensis strain NW-12 o-Proteobacteria 100

BEBdk (L. IR Ta-Proteobacteria. B- Proteobacterial 23k &
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SphingomonasB

[AB101444] Acinetobacter junii S33

[AY328799] Drinking water bacterium OR2

a-Proteobacteria
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|[AY559429] Porphyrobacter donghaensis SW-158
—[AY584571] Sphingomonas sp. HTCC500

|:[AY3é8§50] Drinking water bacterium MB28

[AF235997] Alpha proteobacterium FO813
100[ Bl

[AJO07857] Mesorhizobium sp. HB5A4
,[&8162081] Denitrifying bacterium W49b

RhizobialesH

92

—[AJ250796] Bosea thiooxidans DSM9653

B6

' [AY568510] Afipia massiliensis NW-12

|:[AJ864853] Afipia sp. J44

B-Proteobacteria
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I[AY826639] Acidovorax sp. 6.5 MW-10
[%Q128119] Uncultured Schlegelella sp. clone DR546AS15-3

[AY662010] Uncultured bacterium clone 300A-D08

——[DQ241397] Leptothrixisp. S1.1

BurkholderialesB

ZEDEE 10%

4

[AJ556799] Comamonadaceae bacterium MWH55

79 _[AB237999] Uncultured bacterium clone 16S-AK-B-42
76‘

[AB237993] Uncultured bacterium clone 16S-AK-B-36
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